Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.003 Å; disorder in main residue; R factor = 0.052; wR factor = 0.146; data-to-parameter ratio = 10.9.
The conformation of the N-H bond in the structure of the title compound, C 15 H 15 NO, is anti to the ortho and metamethyl substituents in the aniline benzene ring, in contrast to the syn conformation observed with respect to the ortho and meta-chloro substituents in N-(2,3-dichlorophenyl)benzamide. Furthermore, the conformations of N-H and C O bonds in the amide group are anti to each other, similar to those observed in other benzanilides. The dihedral angle between the benzoyl and aniline rings is 84.1 (2) . The amide group is twisted by 23.0 (3) out of the plane of the benzoyl ring. The structure exhibits positional disorder over the aniline ring, with site occupancies of 0.80 (1) and 0.20 (1) for the major and minor components, respectively. In the crystal, molecules are connected through N-HÁ Á ÁO hydrogen bonds into chains running along the b axis. An intramolecular C-HÁ Á ÁO close contact occurs.
Related literature
For related structures, see Azumaya et al. (1994) ; Gowda et al. (2003 Gowda et al. ( , 2007 Gowda et al. ( , 2008a .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). dimethylphenyl)benzamide (Azumaya et al., 1994; Gowda et al., 2008b), N-(3,4-dimethylphenyl) benzamide (Gowda et al., 2008a ) and other benzanilides (Gowda et al., 2003) . In the crystal structure, the N-H···O hydrogen bonds link the molecules into chains running along the b axis (Table 1 & Fig. 2 ), while the structure is stabilized by C-H···N intramolecular hydrogen bond with atom C14 as donor and atom N1 as acceptor. The atoms of anilino ring (including the methyl groups) are positionally disordered ( 
The title compound was prepared according to the literature method (Gowda et al., 2003) . The purity of the compound was checked by determining its melting point. It was characterized by recording its infrared and NMR spectra. Single crystals of the title compound were obtained from an ethanol solution and used for X-ray diffraction studies at room temperature.
Refinement
During the refinement of (I) the atoms of anilino ring revealed unusual anisotropic displacement parameters, so we introduced two sets of split sites for this part of molecule. The positions of methyl groups were carefully localized (Fig.3 ). Final cycles of refinement were done with fixed site occupancy factors (0.80 and 1/5) and the following restraints: The major component of the disorder (atoms C8 to C15) was refined free, except for DELU restraint imposed on the atoms C8, C10. The minor component was subject to restraint on the geometry of the ring (rigid planar hexagon) and restraint on the anisotropic displacement parameters -using DELU instruction for ring atoms. As to the hydrogen atoms, the amido H atom was seen in difference maps and its positional parameters were refined with the restraint on N-H distance, set at 0.86 (2) Å. All other H atoms were placed in geometrically idealized positions and constrained to ride on their parent atoms with C-H distances in the range 0.93-0.96 Å and with displacement parameters U iso (H) set at 1.2 U eq (C-aromatic,N) or 1.5 U eq (C-methyl).
supplementary materials sup-2 Figures   Fig. 1 . Molecular structure of (I) showing the atom labelling scheme. Displacement ellipsoids are drawn at the 30% probability level. H atoms are represented as small spheres of arbitrary radii. For the sake of clarity, only the major component is represented. 
